MEMBRANE PROTEIN
STRUCTURAL DYNAMICS CONSORTIUM

SCIENTIFIC SESSIONS:

THURSDAY, MAY 3RD

Session 1: NMR Approaches to Membrane
Protein Motion in the ns-ys range
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Session 2: Engineering/Methods to
investigate Membrane Protein Dynamics

Session 3: Computational Approaches to
Transmembrane Signaling

Session 4: Alternative Approaches to
Membrane Protein Expression and Stability

Session 5: Dynamics of lon-Protein
Interactions

Poster Session
FRIDAY, MAY 4TH

Session 6: Mechanistic Paradigms of
Membrane Protein Function

Session 7: Conformational Coupling in
Secondary Transporters

The MPSDC'’s Computational Modeling Core will host a
workshop and mini-symposium prior to the conference,
which will take place at the University of Chicago.
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For more information and registration visit memprotein.org.
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